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C_linical Genomics Workflow

From patient/disease assessment and sample collection to genomic interpretation and
reporting, Svastia works with central labs (US CLIA-certified or ISO/IEC 17025 certified in
Europe) to deliver the streamlined workflow below. In-house DNA sequencing workflows can
also be integrated easily for clinical reporting and/or trial-matching.

FFPE or Fresh Sample Library prep & Sequencin Variant Interpretation and
Frozen P target capture 9 g detection reporting

Clinical reports are based on ACMG/ASCO guidelines and include references to NICE (UK),
and ESMO (EV).



Clinical Report: Key Features
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Clinical report features:
- Based on American Society for Clinical Oncology guidelines
- Tiered reporting of FDA-approved and standard-of-care, clinically relevant mutations
- Non-FDA-approved clinically relevant mutations for medical oncologists’ review
- Inclusive: Tumour Mutational Burden (TMB) and Microsatellite Instability (MSI), etc.
- Separate clinical reports for germline mutations (eg, breast/ovarian cancer
prediction)

Clinical trial features:
- Structured clinical-genetic patient data for clinical trial patient matching
- Data exchange between EHR systems (HL7-FHIR based) and Clinical Trial
Management systems

Advanced features:
- Combining TCR sequencing for immunotherapy (clinical trials only)
- Expansion for liquid biopsies, relapse and MRD (Minimal Residual Disease) screening

Flexible technology application:
- Next-gen sequencing using cancer gene panels, exomes, whole genomes, etc.
- SNP arrays for specific use cases
- Wide range of sequencing and sample-preparation protocols, with established
internal standards for recommended protocols
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