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SeqOne bioinformatics detects more SGQ@I’\G
relevant variants to better help patients SIENENIES

Bioinformatics made available via a catalog of targeted “applications”

Germline CNVs —

SeqOne custom bioinformatics reveal
Exome CNVs .
more relevant variants:

Indels

Somatic CNVs FLT3 gene (hematologic malignancies)
Standard

Bioinformatic tools
(E.g., GATK)

BRCAT1 gene (breast cancer)

SeqOne Custom
Bioinformatics

SNVJ o . VN VA S — CHEKZ2 gene (lung, ovarian cancer)
Anti-variants

MSI, TMB

BRCA2 gene (breast, prostate cancer)
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Efficient interpretation environments Seg®ne
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Hotspot view for of simple cases Powerful detail view for complex cases
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Accurate, clear, collaborative clinical reports Segdne
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Jeanne CAMILLE, 14 Sept. 1982

Female - Malignant neoplasm of breast

Prescribed by Biologist

Dr. Albert Matis - Oncologue Dr. Jean-Pierre Dupont
Clinique St-Marc 59200 Tourcoing

Therapeutic recommendations
Detailed location-sensitive
therapeutic recommendations

Tumor sample

ORGAN TUMOR CELLS STAGE SAMPLE TYPE DATE OF COLLECTION DATE OF RECEP

Breast 25% 1B Biopsy 02 Oct 2019 19 Oct 2020
including pharmacogenomic factors
Genomic alterations Signatures
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Thank you

Jean-Marc Holder
VP Business Development
SegOne Genomics
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