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Experience in multi-party research projects GcMMA

Multi-Omics Research in Autism

Euformatics was chosen as the bioinformatics software provider for a 14 M€ multi-year international research project to
improve our understanding of autism. Participants include some of the leading medical research institutions in the world.
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OmnomicsQ for NGS Data Quality Control B Euformatics
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Backbone for EQA

OmnomicsQ is used as the software to run External Quality Assessment by the largest EQA providers globally; EMQN and
GenQA. Hundreds of labs participate annually to verify that their operations are run on the highest levels of quality.

“This partnership helps to
advance our development of
best practices and the further

diffusion of technological

innovation in molecular
genetics testing”
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Omnomics for Variant Intepretation

Easy-to-use tool for variant interpretation, classification, annotation
and reporting in a clinical environment

— use for germline, somatic or carrier screening diagnostics
according to ACMG/AMP/ASCO/CAP guidelines

— from VCF to report in few clicks and minutes

— configure to fit your clinical domain, from virtual gene
panels to filtering rules

— whatever your sequencer or kit, import data in standardized
file formats

— use on the cloud or install locally inside lab firewalls to maximise
data privacy

— make coverage analysis and QC an integral part of the
reporting process

Use case: Cancer research

Biopticka laborator is the largest cytology and molecular pathology
laboratory in the Czech Republic. It offers examinations as well as
research and consultation on multiple aspects of cancer using any
necessary immunohistochemical and molecular genetic testing for
all surgical, dermatological, gastroenterological, ENT, gynecologic
practices and hospitals.

Petr Martinek, Laboratory Director
Biopticka, Czech Republic

[ “Our laboratory has high sequence data production capacity and

many pipelines and kits in use, but omnomicsNGS helps us to get
through samples in a systematic and reproducible way. As we are
the largest biopsy and cytology lab in the Czech Republic,
omnomicsNGS lets us save valuable time”




Selected Clinical Users of Omnomics Suite B Euformatics
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Mette Christoffersen
Rigshospitalet, Denmark

“By validating our NGS pipeline
performance regularly with OmnomicsV
we can ensure that the resulting data
can be trusted by the clinician.”

Rachael Mehrtens

Pathology Queensland, Australia

“OmnomicsQ allowed us to thoroughly
examine our NGS data quality, and
clearly highlight our successes and
opportunities for development. Together
with the expertise of the Euformatics
team, the software gave us everything
we needed to carry out this world-first
comparative study.”
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Partnering opportunities with

+ Kit providers = systematic coverage analysis

* Secondary analysig providers — comprehensive QC for all file types

* Interpretation softwarés QC integration ra
*  Sequencer manufacturers =end-to-end clinical bioinformatics development

Contact

Tommi Kaasalainen
CEO

Email:
Tel. +358 50 486 1210

Christophe Roos
Chief Scientific Officer

Email:
Tel. +358 50 532 6029




