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Multi-Omics Biomarkers

Complex Disease Classification

Personalized Medicine

Minimally invasive Diagnostics

Cell-free

DNA-

(methylation)

m/micro RNA

Protein

Antibodies

Exosomes

OUR FOCUS

Genome/proteome-wide BM Discovery Targeted BM Confirmation & Validation
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Multi-omics

Biomarkers
Bioinformatics

Tissue

Fresh frozen

FFPE

Cells / PBMCs

DNA & protein Microarrays, NGS (high throughput) qPCR,  NGS, Luminex bead arrays

Domain-specific data analysis
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RELEVANT EXPERTISE WE COULD BRING IN 

AS PARTNER

Best practice protocols

• DNA/RNA isolation from

tissue/blood, cf body fluids

• Exosome isolation plasma/cf 

saliva incl. DNA/RNA extraction

• Experience with sample 

preservation

NGS Instrumentation

• NGS (PGM, 

MiSEQ)

• Juno (Fluidigm)

• EpiMotion robot

• Computing 

infrastructure

SW tools & analysis workflows

targeted NGS

• MSP/MSRE HTPrimer

• TABSAT

• EPI-TABSAT

Library prep

• Amplicon Seq

• Target Enrichment

• Targeted Bisulfite Seq

• RNA/small RNA Seq

• TCR/BCR Seq
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BEYOND  CLASSICAL MUTATION SCREENING
DRIVEN BY OUR SPECIFIC EXPERTISE

Source: Alix-Panabière and Pantel, Cancer Discovery 2021 

1. Additional Layer:

(Targeted) NGS-based

DNA methylation

analysis

2. Boost sensitivity in mutation detection from

liquid biopsy: 

- by enriching short DNA fragments

(via specific isolation approaches) or

- by using (tumor-derived) EVs

DNA methylation & therapy response (own work)
DNA methylation AIT SW tools

3. Saliva as liquid biopsy ?

- demonstrated e.g. for EGFR 

mutation testing

RNA ?

DNA methylation-based

Cancer Diagnostics - IP

 Colon

 Breast

 Prostate

 Lung



THANK YOU! christa.noehammer@ait.ac.at

Biomarker & 

Bioinformatics

Team


